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Genotype (CNV and SNP) by Illumina 1MDuo and CBS from ENCODE/HudsonAlpha
  (All Variation tracks)
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	 		Cell Line↓1	Replicate↓2	ObtainedBy↓3	  Track Name↓4	 	 Restricted Until↓5
	
 	hide

 Configure
	 GM12878	 1	 HudsonAlpha	 GM12878 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	GM12878
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Version of data if resubmitted:	V2 - New data mapped to hg19
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Mar 2012 Freeze
	UCSC Accession:	wgEncodeEH000273
	Date submitted to UCSC:	2011-05-09
	Date resubmitted to UCSC:	2011-12-06
	Date restrictions end:	2012-02-09
	Submission ID:	5128
	GEO sample accession:	GSM999285
	Lab provided identifier:	Illumina 1MDuo
	Lab specific details:	HudsonAlpha
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeGm12878RegionsRep1V2
	File Name for downloading:	wgEncodeHaibGenotypeGm12878RegionsRep1V2.bedLogR.gz


 
	 Data format 	 2012-02-09 
	
 	hide

 Configure
	 GM12878	 2	 HudsonAlpha	 GM12878 Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	GM12878
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg18
	ENCODE Data Freeze:	ENCODE Mar 2012 Freeze
	UCSC Accession:	wgEncodeEH000273
	Date submitted to UCSC:	2011-02-17
	Date restrictions end:	2011-11-17
	Submission ID:	3536
	GEO sample accession:	GSM999285
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeGm12878RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeGm12878RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-11-17 
	
 	hide

 Configure
	 H1-hESC	 1	 HudsonAlpha	 H1-hESC Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	H1-hESC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001300
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999275
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeH1hescRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeH1hescRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 K562	 1	 HudsonAlpha	 K562 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	K562
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg18
	ENCODE Data Freeze:	ENCODE Mar 2012 Freeze
	UCSC Accession:	wgEncodeEH000275
	Date submitted to UCSC:	2011-02-17
	Date restrictions end:	2011-11-17
	Submission ID:	3536
	GEO sample accession:	GSM999287
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeK562RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeK562RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-11-17 
	
 	hide

 Configure
	 A549	 1	 HudsonAlpha	 A549 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	A549
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001282
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999327
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeA549RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeA549RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HeLa-S3	 1	 HudsonAlpha	 HeLa-S3 Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HeLa-S3
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001316
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999302
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeHelas3RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHelas3RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HepG2	 1	 HudsonAlpha	 HepG2 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HepG2
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg18
	ENCODE Data Freeze:	ENCODE Mar 2012 Freeze
	UCSC Accession:	wgEncodeEH000274
	Date submitted to UCSC:	2011-02-17
	Date restrictions end:	2011-11-17
	Submission ID:	3536
	GEO sample accession:	GSM999286
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeHepg2RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHepg2RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-11-17 
	
 	hide

 Configure
	 HUVEC	 1	 HudsonAlpha	 HUVEC Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HUVEC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001315
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999303
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeHuvecRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHuvecRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 IMR90	 1	 UW	 IMR90 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	IMR90
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001265
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999283
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeImr90RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeImr90RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 IMR90	 2	 UW	 IMR90 Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	IMR90
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001265
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999283
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeImr90RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeImr90RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 MCF-7	 1	 UW	 MCF-7 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	MCF-7
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001268
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999333
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeMcf7RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeMcf7RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 MCF-7	 2	 UW	 MCF-7 Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	MCF-7
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001268
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999333
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeMcf7RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeMcf7RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 AG04449	 1	 UW	 AG04449 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	AG04449
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001283
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999326
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeAg04449RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeAg04449RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 AG04450	 1	 UW	 AG04450 Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	AG04450
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001284
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999321
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeAg04450RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeAg04450RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 AG09309	 1	 UW	 AG09309 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	AG09309
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001285
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999320
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeAg09309RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeAg09309RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 AG09319	 1	 UW	 AG09319 Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	AG09319
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001286
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999323
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeAg09319RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeAg09319RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 AG10803	 1	 UW	 AG10803 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	AG10803
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001287
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999322
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeAg10803RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeAg10803RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 AoSMC	 1	 Duke	 AoSMC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	AoSMC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001288
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999329
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeAosmcRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeAosmcRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 BJ	 1	 UW	 BJ Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	BJ
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001292
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999293
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeBjRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeBjRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 Caco-2	 1	 UW	 Caco-2 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Caco-2
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001294
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999299
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeCaco2RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeCaco2RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 Chorion	 1	 Duke	 Chorion Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Chorion
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001295
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999300
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeChorionRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeChorionRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 CMK	 1	 UW	 CMK Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	CMK
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001293
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999294
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeCmkRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeCmkRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 GM06990	 1	 UW	 GM06990 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	GM06990
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001296
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999297
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeGm06990RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeGm06990RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 GM12891	 1	 HudsonAlpha	 GM12891 Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	GM12891
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001297
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999298
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeGm12891RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeGm12891RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 GM12892	 1	 HudsonAlpha	 GM12892 Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	GM12892
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001298
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999290
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeGm12892RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeGm12892RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 GM19239	 1	 Duke	 GM19239 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	GM19239
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001299
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999291
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeGm19239RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeGm19239RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HAEpiC	 1	 UW	 HAEpiC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HAEpiC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001301
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999276
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHaeRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHaeRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HAEpiC	 2	 UW	 HAEpiC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HAEpiC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001301
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999276
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHaeRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHaeRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HCF	 1	 UW	 HCF Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HCF
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001302
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999277
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHcfRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHcfRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HCF	 2	 UW	 HCF Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HCF
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001302
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999277
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHcfRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHcfRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HCM	 1	 UW	 HCM Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HCM
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001303
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999278
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHcmRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHcmRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HCM	 2	 UW	 HCM Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HCM
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001303
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999278
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHcmRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHcmRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HCPEpiC	 1	 UW	 HCPEpiC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HCPEpiC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001304
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999271
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHcpeRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHcpeRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HCPEpiC	 2	 UW	 HCPEpiC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HCPEpiC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001304
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999271
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHcpeRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHcpeRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HEEpic	 1	 UW	 HEEpiC Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HEEpiC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001305
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999272
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHeeRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHeeRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HEK293	 1	 UW	 HEK293 Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HEK293
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001306
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999273
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHek293RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHek293RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HIPEpiC	 1	 UW	 HIPEpiC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HIPEpiC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001307
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999274
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHipeRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHipeRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HIPEpiC	 2	 UW	 HIPEpiC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HIPEpiC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001307
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999274
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHipeRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHipeRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HL-60	 1	 UW	 HL-60 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HL-60
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001308
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999281
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHl60RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHl60RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HMEC	 1	 UW	 HMEC Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HMEC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001309
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999282
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHmecRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHmecRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HNPCEpiC	 1	 UW	 HNPCEpiC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HNPCEpiC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001310
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999308
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHnpceRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHnpceRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HPAEpiC	 1	 UW	 HPAEpiC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HPAEpiC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001311
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999307
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHpaeRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHpaeRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HPAEpiC	 2	 UW	 HPAEpiC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HPAEpiC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001311
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999307
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHpaeRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHpaeRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HRCEpiC	 1	 UW	 HRCEpiC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HRCEpiC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001262
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999280
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHrceRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHrceRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 HRCEpiC	 2	 UW	 HRCEpiC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HRCEpiC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001262
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999280
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHrceRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHrceRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 HRE	 1	 UW	 HRE Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HRE
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001263
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999279
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHreRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHreRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 HRE	 2	 UW	 HRE Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HRE
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001263
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999279
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHreRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHreRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 HRPEpiC	 1	 UW	 HRPEpiC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HRPEpiC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001264
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999284
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHrpeRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHrpeRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 HRPEpiC	 2	 UW	 HRPEpiC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HRPEpiC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001264
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999284
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeHrpeRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHrpeRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 HSMM	 1	 Duke	 HSMM Copy number variants Replicate 1 (Lab Rep 3) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HSMM
	Treatment:	None
	Replicate number:	3
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001312
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999306
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeHsmmRegionsRep3
	File Name for downloading:	wgEncodeHaibGenotypeHsmmRegionsRep3.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HSMM tube	 1	 Duke	 HSMM tube Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HSMMtube
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001313
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999305
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeHsmmtRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeHsmmtRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 HTR8svn	 1	 Duke	 HTR8svn Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	HTR8svn
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001314
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999304
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeHtr8RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeHtr8RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 Jejunum BC H12817N	 1	 HudsonAlpha	 BC_Jejunum_H12817N Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Jejunum BC H12817N
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001290
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999295
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeBcjejunumh12817nRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeBcjejunumh12817nRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 Jurkat	 1	 UW	 Jurkat Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Jurkat
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001266
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999316
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeJurkatRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeJurkatRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 Jurkat	 2	 UW	 Jurkat Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Jurkat
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001266
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999316
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeJurkatRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeJurkatRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 LNCaP	 1	 UW	 LNCaP Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	LNCaP
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001267
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999310
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeLncapRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeLncapRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 MCF10A-Er-Src	 1	 Stanford	 MCF10A-Er-Src Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	MCF10A-Er-Src
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001269
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999331
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Stanford
	tableName:	wgEncodeHaibGenotypeMcf10aesRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeMcf10aesRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 MCF10A-Er-Src	 2	 Stanford	 MCF10A-Er-Src Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	MCF10A-Er-Src
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001269
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999331
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Stanford
	tableName:	wgEncodeHaibGenotypeMcf10aesRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeMcf10aesRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 MCF10A-Er-Src	 3	 Stanford	 MCF10A-Er-Src Copy number variants Replicate 3 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	MCF10A-Er-Src
	Treatment:	None
	Replicate number:	3
	UCSC replicate number:	3
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001269
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999331
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Stanford
	tableName:	wgEncodeHaibGenotypeMcf10aesRegionsRep3
	File Name for downloading:	wgEncodeHaibGenotypeMcf10aesRegionsRep3.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 MCF10A-Er-Src (Tamoxifin)	 1	 Stanford	 MCF10A-Er-Src Tamoxifen Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	MCF10A-Er-Src
	Treatment:	4-OHTAM 1uM 36hr
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001270
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999309
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Stanford
	tableName:	wgEncodeHaibGenotypeMcf10aesTamRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeMcf10aesTamRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 Melano	 1	 Duke	 Melano Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Melano
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001317
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999301
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeMelanoRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeMelanoRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 Melano	 2	 Duke	 Melano Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Melano
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001317
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999301
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeMelanoRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeMelanoRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 Myometr	 1	 Duke	 Myometr Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Myometr
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001318
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999319
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeMyometrRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeMyometrRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 NB4	 1	 UW	 NB4 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NB4
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001271
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999292
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeNb4RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeNb4RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 NB4	 2	 UW	 NB4 Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NB4
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001271
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999292
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeNb4RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeNb4RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 NH-A (Duke)	 1	 Duke	 NH-A (Duke) Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NH-A
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Mar 2012 Freeze
	UCSC Accession:	wgEncodeEH001289
	Date submitted to UCSC:	2011-01-20
	Date resubmitted to UCSC:	2011-12-14
	Date restrictions end:	2011-10-20
	Submission ID:	5231
	GEO sample accession:	GSM999328
	Lab specific details:	Illumina 1MDuo
	Obtained by:	Duke
	tableName:	wgEncodeHaibGenotypeNhaDukeRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeNhaDukeRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 NH-A (UW)	 1	 UW	 NH-A (UW) Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NH-A
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001272
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999311
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeNhaRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeNhaRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 NH-A (UW)	 2	 UW	 NH-A (UW) Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NH-A
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001272
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999311
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeNhaRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeNhaRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 NHBE	 1	 UW	 NHBE Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NHBE
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001273
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999312
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeNhbeRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeNhbeRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 NHBE	 2	 UW	 NHBE Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NHBE
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001273
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999312
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeNhbeRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeNhbeRegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 NHDF-neo	 1	 UW	 NHDF-neo Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NHDF-neo
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001274
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999313
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeNhdfneoRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeNhdfneoRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 NT2-D1	 1	 UW	 NT2-D1 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	NT2-D1
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001275
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999314
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeNt2d1RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeNt2d1RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 Ovcar-3	 1	 UW	 Ovcar-3 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	ovcar-3
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001322
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999289
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeOvcar3RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeOvcar3RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 PANC-1	 1	 UW	 PANC-1 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	PANC-1
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001276
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999315
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypePanc1RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypePanc1RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 PANC-1	 2	 HudsonAlpha	 PANC-1 Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	PANC-1
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001276
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999315
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypePanc1RegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypePanc1RegionsRep2.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 PFSK-1	 1	 HudsonAlpha	 PFSK-1 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	PFSK-1
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001319
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999317
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypePfsk1RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypePfsk1RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	
 	hide

 Configure
	 PrEC	 1	 UW	 PrEC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	PrEC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001277
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999318
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypePrecRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypePrecRegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 RPTEC	 1	 UW	 RPTEC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	RPTEC
	Treatment:	None
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	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001278
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	Date restrictions end:	2011-10-18
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	GEO sample accession:	GSM999288
	Lab specific details:	Illumina 1MDuo
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	tableName:	wgEncodeHaibGenotypeRptecRegionsRep1
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 Configure
	 RPTEC	 2	 UW	 RPTEC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	RPTEC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001278
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999288
	Lab specific details:	Illumina 1MDuo
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	 Data format 	 2011-10-18 
	
 	hide

 Configure
	 SAEC	 1	 UW	 SAEC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	SAEC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001279
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999334
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeSaecRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeSaecRegionsRep1.bedLogR.gz
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	 SAEC	 2	 UW	 SAEC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	SAEC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001279
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999334
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeSaecRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeSaecRegionsRep2.bedLogR.gz
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	 SKMC	 1	 UW	 SKMC Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	SkMC
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001281
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999324
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
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	 SKMC	 2	 UW	 SKMC Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	SkMC
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001281
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999324
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeSkmcRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeSkmcRegionsRep2.bedLogR.gz
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	 SK-N-SH RA	 1	 UW	 SK-N-SH_RA Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	SK-N-SH (Retinoic Acid)
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001280
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999325
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeSknshraRegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeSknshraRegionsRep1.bedLogR.gz
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 Configure
	 SK-N-SH RA	 2	 UW	 SK-N-SH_RA Copy number variants Replicate 2 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	SK-N-SH (Retinoic Acid)
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	2
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001280
	Date submitted to UCSC:	2011-01-18
	Date restrictions end:	2011-10-18
	Submission ID:	3303
	GEO sample accession:	GSM999325
	Lab specific details:	Illumina 1MDuo
	Obtained by:	UW
	tableName:	wgEncodeHaibGenotypeSknshraRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeSknshraRegionsRep2.bedLogR.gz
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	 Small Intestine BC 01-11002	 1	 HudsonAlpha	 BC_Small_Intestine_01-11002 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	Small Intestine BC 01-11002
	Treatment:	None
	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001291
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999296
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
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	 T-47D	 1	 HudsonAlpha	 T-47D Copy number variants Replicate 1 (Lab Rep 2) from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	T-47D
	Treatment:	None
	Replicate number:	2
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001320
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999330
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeT47dRegionsRep2
	File Name for downloading:	wgEncodeHaibGenotypeT47dRegionsRep2.bedLogR.gz
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	 U87	 1	 HudsonAlpha	 U87 Copy number variants Replicate 1 from ENCODE/HAIB 	Principal Investigator on grant:	Myers
	Lab producing data:	Myers - Hudson Alpha
	Experiment (Assay) type:	Genotype
	View - Peaks or Signals:	CNV
	Cell, tissue or DNA sample:	U87
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	Replicate number:	1
	UCSC replicate number:	1
	Assembly originally mapped to:	hg19
	ENCODE Data Freeze:	ENCODE Jan 2011 Freeze
	UCSC Accession:	wgEncodeEH001321
	Date submitted to UCSC:	2011-01-20
	Date restrictions end:	2011-10-20
	Submission ID:	3432
	GEO sample accession:	GSM999332
	Lab specific details:	Illumina 1MDuo
	Obtained by:	HudsonAlpha
	tableName:	wgEncodeHaibGenotypeU87RegionsRep1
	File Name for downloading:	wgEncodeHaibGenotypeU87RegionsRep1.bedLogR.gz


 
	 Data format 	 2011-10-20 
	    
	Restriction Policy








Assembly: Human Feb. 2009 (GRCh37/hg19)

	
 Description 

This track is produced as part of the ENCODE project.  The track displays copy number variation (CNV) as determined by the Illumina Human 1M-Duo Infinium HD BeadChip assay and circular binary segmentation (CBS).  The Human 1M-Duo contains more than 1,100,000 tagSNP markers and a set of ~60,000 additional CNV-targeted markers.  The median spacing between markers is 1.5 kb and the mean spacing is 2.4 kb.  The B-allele frequency and genotyping single nucleotide polymorphism (SNP) data generated by the experiment are not displayed, but are available for download from the Downloads page.  



Where applicable, biological replicates of each cell line are reported separately.  Possible uses of the data include correction of copy number in peak-calling for ChIP-seq, transcriptome, DNase hypersensitivity, and methylation determinations.



Display Conventions and Configuration

Metadata for a particular subtrack can be found by clicking the down arrow in the list of subtracks.

 The track displays regions of the genome where copy number variation has been assessed.  CNV regions are colored by type: 

	 blue  = amplified 

	 black = normal

	 orange  = heterozygous deletion 

	 red  = homozygous deletion




 The mean log R ratio for each region can be seen by clicking on each individual region. See Methods below for significance of log R ratio values.   The mean log R ratio for each region is reported in the .bed file available for download.


The Illumina 1M-Duo B-allele frequency data is available from the Supplemental Materials directory on the Downloads page.  The file (wgEncodeHaibGenotypeBalleleSnp.txt) was generated using the standard Illumina protocol and contains the B-allele frequency for all cell types tested.  The genotype calls for all cell types tested are also available for download (wgEncodeHaibGenotypeGtypeSnp.txt).  Genotyping calls with a Gencall value greater than 0.6 are considered significant.  



Replicate Numbering


The replicate labeling in the genome browser view is a
counter indicating the total number of replicates submitted (UCSC Rep). 
 The producing lab has replicate numbers (Lab Rep) that correspond to their internal bio-replicate numbering.
Where these two numbering systems conflict, both are listed in the long label of the specific track.
When comparing data across tracks, the lab replicate number should be considered. In the downloads directory both replicate numbers are listed.  The files are labeled with the lab replicate number.




Methods


 Isolation of genomic DNA and hybridization

 Cells were grown according to the approved  ENCODE cell culture protocols by the Myers lab and by other ENCODE production groups.  The production group is reported in the metadata.  Genomic DNA was isolated using the DNeasy Blood and Tissue Kit (Qiagen).  DNA concentration and quality were determined by fluorescence (Invitrogen Quant-iT dsDNA High Sensitivity Kit and Qubit Fluorometer), and 400 nanograms of each sample were hybridized to Illumina 1M-Duo DNA Analysis BeadChips.



 Processing and Analysis 


The genotypes from the 1M-Duo Arrays were ascertained with BeadStudio by using default settings and formatting with the A/B genotype designation for each SNP. Primary QC for each sample was a cut-off at a call rate of 0.95.



Copy Number Variation (CNV) analysis was performed with circular binary segmentation (DNAcopy) of the log R ratio values at each probe (Olshen et al., 2004). The parameters used were alpha=0.001, nperm=5000, sd.undo=1. The copy number segments are reported with the mean log R ratio for each chromosomal segment called by CBS. Log ratios of ~-0.2 to -1.5 can be considered heterozygous deletions, < -1.5 homozygous deletions, and > 0.2 amplifications. Primary QC for each sample was SD of < 0.6.



 Release Notes 

This is release 2 of this track (Jan 2012). This is a correction release. There are no new experiments. The affected tracks are:

wgEncodeHaibGenotypeGm12878RegionsRep1 - replaced by wgEncodeHaibGenotypeGm12878RegionsRep1V2 
due to mapping off the end of the chromosome in the original version. 

wgEncodeHaibGenotypeAstrocyRegionsRep1 - renamed to wgEncodeHaibGenotypeNhaDukeRegionsRep1 
Astrocytes and NH-A are the same cell line.



In addition to the above changes, color values for the files have been corrected as well. This does not affect any data values.






This is the NCBI Build37 (hg19) release of this track.  This release includes the 3 cell types previously released on NCBI Build36 (hg18) which were lifted to NCBI Build37 (hg19) and adds data for many more cell types.  The track includes a single display for each cell type and reports the Log ratio in the .bed files.  The B-allele frequency and SNP genotyping files are not displayed, but are available for download for the entire dataset from the downloads page.




Credits

These data were produced by the  Dr. Richard Myers Lab and the Dr. Devin Absher lab at the  HudsonAlpha Institute for Biotechnology.  

Cells were grown by the Myers Lab and other ENCODE production groups. 


Contact:
Dr. Florencia Pauli.
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Data Release Policy

Data users may freely use ENCODE data, but may not, without prior consent, submit publications that use an unpublished ENCODE dataset until nine months following the release of the dataset. This date is listed in the  Restricted Until column on the track configuration page and the download page. The full data release policy for ENCODE is available here.



	

  Top⇑ 
	  Top⇑ 




		


	


	


	







